Supplementary Information : Hogan, Holland, Holloway, Petit and Read : Read Classification for Next Generation Sequencing, ESANN 2013, April 2013 by Hogan, James M.
This is the author’s version of a work that was submitted/accepted for pub-
lication in the following source:
Hogan, James M. Supplementary Information : Hogan, Holland, Holloway,
Petit and Read : Read Classification for Next Generation Sequencing,
ESANN 2013, April 2013. (Unpublished)
This file was downloaded from: http://eprints.qut.edu.au/57694/
c© Copyright 2013 The Author
Notice: Changes introduced as a result of publishing processes such as
copy-editing and formatting may not be reflected in this document. For a
definitive version of this work, please refer to the published source:
Organisms and Top Scoring K-mers 
Top Scoring K-mers: 100 for each of the 8-mer and 10-mer studies:  
8-mers: 10-mers: 
GCTCAGAG  CCCCTTAGTG  
GGACTCTC  CTACCCTAGC  
GGCTCAGA  GCTAGGGTAG  
AGGTCAGA  CAGCTAGGGT  
CTCAGAGG  TCGGGTCCTA  
GAGAGTCC  CGCTAGCTTA  
CTCTCCTC  TAAGCTAGCG  
TCTCAGCG  ACCCTAGCTG  
GGATCTCA  CACTAAGGGG  
TCTGAGCG  CGCCTCTCTC  
CTCTCAGC  CTCGTCTCGT  
CTCTGAGC  CTCAGCGGAG  
TGAGATCC  CCCTTTACGG  
CTCTCAGA  GACTCAGCGG  
CCTCAGTG  TGTCTGAATC  
TCTCAGGG  CCCCAACTTG  
CAGAATTC  GCTCAGATCT  
CTCCTCAG  GTCTCGTCAG  
CTCAGTGG  AGGGGCCCCT  
CTCTCACG  CCCCCTAACA  
TCTGAGTC  GGGCCCCAAC  
CCTCTGAG  AGGTCAGAGC  
AGCTCTCC  TAGGACCCGA  
GGAAGCTC  ACGTCAGACC  
ACGTCAGA  GGCCCCAACA  
CTCCTCTG  GATTCAGACA  
CTCAGGGA  CTCAGTGAGC  
CGCTCTCT  GTTGGGGCCC  
TCTCAGAG  GCTAGCTTAC  
ACTGAGCG  GGGTACTAAG  
CTCTCCTG  CGCTAGAGTA  
CGGTCACA  CATCTCAGAG  
CGGTTCCT  GAGTCACTGT  
CCCTTTCG  TGTTGGGGCC  
GGCTCAGT  GCACTAAGGG  
TCAAACCC  CTTAGTACCC  
AGGCTCAG  CTAGGGTAGT  
CCTTTCGG  CCCTTAGTGC  
CAGAGGAG  AACCCTCAGT  
GTCAGAGG  GTAAGCTAGC  
GAGCTTCC  TTGGGGCCCC  
CTGGCAAG  GACCGGGTTA  
GAGCAGAG  TCTGTGTTGG  
CCCTCAGA  ACTACCCTAG  
TCTCTCCC  GGGGCCCCAA  
CCAGAGAG  CTCAGAAGGG  
CAAACCCT  CCAACTTGCA  
CTTTCGGT  TACTCTAGCG  
ACCCTTTC  CGCTGTCTGA  
CCTCAGAG  CCTAGGGTGC  
TCGGTTCC  TCGCTGTCTG  
GCCAGAGA  CTTAGACGTG  
TGTGACCG  GCATGCTACG  
GCTCAGAA  GGACACTCTA  
CGGTTCCA  TCCTCTCAGG  
GCTGAGAG  GTCAGAGGTC  
CCCAGAGA  GGGTCCTAAG  
TCTCTGGC  TCTCAGACGC  
CTGAGCGG  CTGAGTCACT  
TTCGGTTC  CTCCACATGT  
CCACTGAG  TCTAGTCAGG  
TTTCGGTT  ACAGCTAGGG  
AGAGAGCG  CTTAGGACCC  
CTCTGCTC  CTGATTAGGT  
AGGAACCG  CCCTAGCTGT  
CTCGTCTC  GTGTCTAGGC  
GCTCCTCA  TGTCTGAGTC  
CAGCTCAC  ACCCCCTAAC  
GAGCGGGC  TGTCAGGGAC  
TCCTCTGC  TCAGACAGCG  
AAACCCTT  CCAACACAGA  
GACTCAGA  TCTGAGTCGC  
CAAGGCTC  CCTCAGAGAG  
AACCCTTT  CCCCTAACAC  
GGTTCCTC  CTGAGTCGCT  
CGGTACCC  GTCAGCTGAG  
AGCGGGCT  CTCTGCGGAG  
CTCAGAGC  ACGTCAGACA  
TTCAAACC  CCGCTAGAGT  
CCGAAAGG  TTAGACGTGC  
CGTGAGAG  TCGAACTTAC  
TCTCATCC  TCCTAGGGTG  
TCCCTGAG  TGGAACCGAG  
CGAGAGTC  CAGACAGCGA  
ACATATGT  TAACACTTAG  
TTCTGAGC  GTCTGAGTCG  
GGTTCCAA  CACCCCAACT  
GCTCTCAG  CTTAGAGTGC  
GTTCCAAC  CCGCTGAGTC  
TCCGGGAG  GTAGGACACT  
TAATGTTA  TACCCAGCTA  
ATTCAAAC  CCCAACTTGC  
CGAAAGGG  CTCAGAAAGG  
TAACATTA  CGGCTAGCTC  
TGAGCGGG  AGCGACTCAG  
TCCCGGAG  GGACTTAGTG  
GATCTCAG  GTCCCACCCC  
GGAACCGA  CGACTCAGAC  
ATGTTAAT  GTACCTAATC  
ACCGAAAG  AGGGGCCCCA  
  
Organisms in Feature Selection Dataset 
Staphylococcus samples Other samples 
Organism SRA Run Technology Organism SRA Run Technology 
Staphylococcus 
aureus 
ERR038379 
Illumina Genome 
Analyzer II 
 
Acinetobacter 
baumannii 
 
SRR089345 
 
Illumina Genome 
Analyzer II 
 Staphylococcus 
aureus 
ERR038688 
 
Illumina HiSeq 
2000 
 
Actinomyces 
odontolyticus 
 
SRR036016 
 
454 GS FLX 
 
Staphylococcus 
aureus 
ERR045061 
 
Illumina HiSeq 
2000 
 
Bacillus cereus 
 
SRR346771 
 
454 GS FLX 
Titanium 
 Staphylococcus 
aureus 
ERR064915 
 
Illumina HiSeq 
2000 
 
Bacteroides fluxus 
 
SRR089348 
 
Illumina Genome 
Analyzer II 
 Staphylococcus 
aureus 
ERR084598 
 
Illumina HiSeq 
2000 
 
Bordetella 
bronchiseptica 
 
ERR019426 
 
Illumina Genome 
Analyzer II 
 Staphylococcus 
aureus 
ERR084726 
 
Illumina HiSeq 
2000 
 
Chlamydia 
trachomatis 
 
SRR053435 
 
454 GS FLX 
Titanium 
 Staphylococcus 
aureus 
ERR086126 
 
Illumina HiSeq 
2000 
 
Clostridium 
methylpentosum 
 
SRR036138 
 
454 GS FLX 
 
Staphylococcus 
aureus 
ERR119037 
 
Illumina HiSeq 
2000 
 
Enterobacter 
cloacae 
 
SRR568037 
 
Illumina MiSeq 
 
Staphylococcus 
aureus 
ERR120485 
 
Illumina Genome 
Analyzer II 
 
Enterococcus 
faecalis 
 
SRR088808 
 
Illumina HiSeq 
2000 
 Staphylococcus 
aureus 
ERR137371 
 
Illumina HiSeq 
2000 
 
Enterococcus 
faecium 
 
SRR031627 
 
Illumina Genome 
Analyzer 
 Staphylococcus 
aureus 
ERR144824 
 
Illumina HiSeq 
2000 
 
Escherichia coli 
 
SRR089444 
 
Illumina Genome 
Analyzer II 
 Staphylococcus 
aureus 
ERR162433 
 
Illumina HiSeq 
2000 
 
Escherichia coli 
 
ERR152026 
 
454 GS FLX 
Titanium 
 Staphylococcus 
aureus 
ERR163422 
 
Illumina HiSeq 
2000 
 
Eubacterium 
saphenum 
 
SRR036211 
 
454 GS FLX 
 
Staphylococcus 
aureus 
ERR163539 
 
Illumina HiSeq 
2000 
 
Gemella 
haemolysans 
 
SRR036251 
 
454 GS FLX 
 
Staphylococcus 
aureus 
SRR017369 
 
Illumina Genome 
Analyzer II 
 
Jonquetella 
anthropi 
 
SRR036253 
 
454 GS FLX 
 
Staphylococcus 
aureus 
SRR070657 
 
454 GS FLX 
Titanium 
 
Neisseria 
meningitidis 
 
ERR022000 
 
Illumina Genome 
Analyzer II 
 Staphylococcus 
aureus 
SRR088297 
 
Illumina Genome 
Analyzer II 
 
Parasutterella 
excrementihominis 
 
SRR088892 
 
Illumina Genome 
Analyzer II 
 Staphylococcus 
aureus 
SRR445032 
 
Illumina Genome 
Analyzer II 
 
Selenomonas 
artemidis 
 
SRR089449 
 
Illumina Genome 
Analyzer II 
 Staphylococcus 
aureus 
SRR493895 
 
Illumina HiSeq 
2000 
 
Streptococcus 
pneumoniae 
 
ERR051992 
 
Illumina HiSeq 
2000 
 Staphylococcus 
aureus 
SRR496376 
 
Illumina HiSeq 
2000 
 
Succinatimonas 
hippei 
 
SRR089447 
 
Illumina Genome 
Analyzer II 
  
  
Organisms in Extended Dataset 
Staphylococcus Samples Other Samples 
Organism Name SRA Run Technology Organism Name SRA Run Technology 
Staphylococcus 
aureus 
ERR038165 
Illumina Genome 
Analyzer II 
Acinetobacter 
baumannii 
SRR089345 
Illumina Genome 
Analyzer II 
Staphylococcus 
aureus 
ERR038379 
Illumina Genome 
Analyzer II 
Actinomyces 
odontolyticus 
SRR036016 454 GS FLX 
Staphylococcus 
aureus 
ERR038388 
Illumina Genome 
Analyzer II 
Bacillus cereus SRR346771 
454 GS FLX 
Titanium 
Staphylococcus 
aureus 
ERR038688 Illumina HiSeq 2000 Bacillus cereus SRR342002 
454 GS FLX 
Titanium 
Staphylococcus 
aureus 
ERR044190 
Illumina Genome 
Analyzer II 
Bacteroides fluxus SRR089348 
Illumina Genome 
Analyzer II 
Staphylococcus 
aureus 
ERR045061 Illumina HiSeq 2000 
Bordetella 
bronchiseptica 
ERR019426 
Illumina Genome 
Analyzer II 
Staphylococcus 
aureus 
ERR048440 Illumina HiSeq 2000 
Bordetella 
bronchiseptica 
ERR047165 Illumina HiSeq 2000 
Staphylococcus 
aureus 
ERR064915 Illumina HiSeq 2000 
Chlamydia 
trachomatis 
SRR053435 
454 GS FLX 
Titanium 
Staphylococcus 
aureus 
ERR072252 Illumina MiSeq 
Chlamydia 
trachomatis 
ERR021958 
Illumina Genome 
Analyzer II 
Staphylococcus 
aureus 
ERR084598 Illumina HiSeq 2000 
Chlamydia 
trachomatis 
SRR457288 454 GS Junior 
Staphylococcus 
aureus 
ERR084642 Illumina HiSeq 2000 
Clostridium 
methylpentosum 
SRR036138 454 GS FLX 
Staphylococcus 
aureus 
ERR084726 Illumina HiSeq 2000 
Enterobacter 
cloacae 
SRR568037 Illumina MiSeq 
Staphylococcus 
aureus 
ERR086049 Illumina HiSeq 2000 
Enterococcus 
faecalis 
SRR088808 Illumina HiSeq 2000 
Staphylococcus 
aureus 
ERR086126 Illumina HiSeq 2000 
Enterococcus 
faecium 
SRR031627 
Illumina Genome 
Analyzer 
Staphylococcus 
aureus 
ERR109229 Illumina HiSeq 2000 
Enterococcus 
faecium 
SRR089460 Illumina HiSeq 2000 
Staphylococcus 
aureus 
ERR119037 Illumina HiSeq 2000 
Enterococcus 
faecium 
SRR007336 454 GS FLX 
Staphylococcus 
aureus 
ERR120465 
Illumina Genome 
Analyzer II 
Enterococcus 
faecium 
SRR007335 454 GS FLX 
Staphylococcus 
aureus 
ERR120485 
Illumina Genome 
Analyzer II 
Enterococcus 
faecium 
SRR088872 
Illumina Genome 
Analyzer II 
Staphylococcus 
aureus 
ERR128709 Illumina MiSeq Escherichia coli SRR089444 
Illumina Genome 
Analyzer II 
Staphylococcus 
aureus 
ERR137371 Illumina HiSeq 2000 Escherichia coli SRR011110 454 GS FLX 
Staphylococcus 
aureus 
ERR140954 Illumina HiSeq 2000 Escherichia coli ERR152026 
454 GS FLX 
Titanium 
Staphylococcus 
aureus 
ERR144824 Illumina HiSeq 2000 Escherichia coli ERR039477 Ion Torrent PGM 
Staphylococcus 
aureus 
ERR156423 Illumina HiSeq 2000 Escherichia coli SRR387261 PacBio RS 
Staphylococcus 
aureus 
ERR162433 Illumina HiSeq 2000 
Eubacterium 
saphenum 
SRR036211 454 GS FLX 
Staphylococcus 
aureus 
ERR163372 Illumina HiSeq 2000 
Gemella 
haemolysans 
SRR036251 454 GS FLX 
Staphylococcus 
aureus 
ERR163422 Illumina HiSeq 2000 Jonquetella anthropi SRR036253 454 GS FLX 
Staphylococcus 
aureus 
ERR163493 Illumina HiSeq 2000 
Neisseria 
gonorrhoeae 
ERR049075 Illumina HiSeq 2000 
Staphylococcus 
aureus 
ERR163539 Illumina HiSeq 2000 
Neisseria 
meningitidis 
ERR022000 
Illumina Genome 
Analyzer II 
Staphylococcus 
aureus 
ERR164862 Illumina HiSeq 2000 
Neisseria 
meningitidis 
SRR089552 
454 GS FLX 
Titanium 
Staphylococcus 
aureus 
SRR017369 
Illumina Genome 
Analyzer II 
Parasutterella 
excrementihominis 
SRR088892 
Illumina Genome 
Analyzer II 
Staphylococcus 
aureus 
SRR064518 
454 GS FLX 
Titanium 
Selenomonas 
artemidis 
SRR089449 
Illumina Genome 
Analyzer II 
Staphylococcus 
aureus 
SRR070657 
454 GS FLX 
Titanium 
Staphylococcus 
capitis 
SRR070613 
454 GS FLX 
Titanium 
Staphylococcus 
aureus 
SRR088296 
Illumina Genome 
Analyzer II 
Staphylococcus 
epidermidis 
SRR536861 Illumina HiSeq 2000 
Staphylococcus 
aureus 
SRR088297 
Illumina Genome 
Analyzer II 
Staphylococcus 
epidermidis 
SRR496890 
454 GS FLX 
Titanium 
Staphylococcus 
aureus 
SRR279129 Illumina HiSeq 2000 
Staphylococcus 
epidermidis 
SRR496760 
454 GS FLX 
Titanium 
Staphylococcus 
aureus 
SRR445032 
Illumina Genome 
Analyzer II 
Staphylococcus 
epidermidis 
SRR496987 
454 GS FLX 
Titanium 
Staphylococcus 
aureus 
SRR445082 
Illumina Genome 
Analyzer II 
Staphylococcus 
epidermidis 
SRR011078 
454 GS FLX 
Titanium 
Staphylococcus 
aureus 
SRR493895 Illumina HiSeq 2000 
Staphylococcus 
epidermidis 
SRR398319 Illumina HiSeq 2000 
Staphylococcus 
aureus 
SRR492692 Illumina HiSeq 2000 
Staphylococcus 
epidermidis 
SRR070611 
454 GS FLX 
Titanium 
Staphylococcus 
aureus 
SRR496376 Illumina HiSeq 2000 
Staphylococcus 
epidermidis 
SRR071344 
454 GS FLX 
Titanium 
Staphylococcus 
aureus 
SRR497504 Illumina HiSeq 2000 
Staphylococcus 
epidermidis 
SRR495433 
454 GS FLX 
Titanium 
Staphylococcus 
aureus 
SRR546069 Illumina HiSeq 2000 
Staphylococcus 
epidermidis 
SRR496461 
454 GS FLX 
Titanium 
Staphylococcus 
aureus 
SRR501106 Illumina HiSeq 2000 
Staphylococcus 
faecalis 
ERR015585 
Illumina Genome 
Analyzer II 
Staphylococcus 
aureus 
SRR501477 Illumina HiSeq 2000 
Staphylococcus 
hemolyticus 
ERR156339 Illumina HiSeq 2000 
Staphylococcus 
aureus 
SRR513976 Illumina HiSeq 2000 
Staphylococcus 
schleiferi 
SRR022707 
454 GS FLX 
Titanium 
Staphylococcus 
aureus 
SRR505626 Illumina HiSeq 2000 
Staphylococcus 
warneri 
SRR070626 
454 GS FLX 
Titanium 
Staphylococcus 
aureus 
SRR554347 Illumina HiSeq 2000 
Streptococcus 
anginosus 
SRR088899 
Illumina Genome 
Analyzer II 
Staphylococcus 
aureus 
SRR515574 Illumina HiSeq 2000 
Streptococcus 
pneumoniae 
ERR051992 Illumina HiSeq 2000 
Staphylococcus 
aureus 
SRR519381 Illumina HiSeq 2000 
Streptococcus 
pneumoniae 
ERR051909 Illumina HiSeq 2000 
Staphylococcus 
aureus 
SRR527213 Illumina HiSeq 2000 
Succinatimonas 
hippei 
SRR089447 
Illumina Genome 
Analyzer II 
Staphylococcus 
aureus 
SRX002326 - 
Bordetella 
bronchiseptica 
SRR057745 - 
Staphylococcus 
aureus 
SRX002328 - 
Clostridium 
botulinum 
SRR037540 - 
Staphylococcus 
aureus 
SRX002371 - Escherichia coli SRR063739 - 
Staphylococcus 
aureus 
SRX004611 - Escherichia coli SRR063743 - 
Staphylococcus 
aureus 
SRX004614 - Escherichia coli SRR064649 - 
Staphylococcus 
aureus 
SRX004620 - Escherichia coli SRR077223 - 
Staphylococcus 
aureus 
SRX005379 - Escherichia coli SRR077226 - 
Staphylococcus 
aureus 
SRX007478 - 
Enterococcus 
faecium 
SRR014922 - 
Staphylococcus 
aureus 
SRX007479 - Heliobacter Pylori SRR090119 - 
Staphylococcus 
aureus 
SRX008401 - 
Mycobacterium 
colombiense 
SRR231104 - 
 
  
MT SRR039471 - 
 
  
Neisseria 
gonorrhoeae 
SRR016779 - 
 
  
Neisseria 
meningitidis 
SRR057353 - 
 
  
Neisseria 
meningitidis 
SRR057364 - 
 
  
Neisseria 
meningitidis 
SRR089552 - 
 
  
Pseudomonoas 
aeruginosa 
SRR040821 - 
 
  
SS SRR061714 - 
 
  
VT SRR074108 - 
 
  
VT SRR233068 - 
 
  
YP SRR029367 - 
 
 
 
